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Figure 4. Spatial data analysis of muscular sarcoidosis—patient #1 biopsy. (A) Hematoxylin and

eosin staining and projection of spot RNA clusters on the Visium slide as well as on UMAP. Visium

array spots are color-coded based on cluster assignment of the integrated dataset. The perigranuloma

tissue PGT cluster (brown); the granuloma structures GS cluster (red); the proximal muscle PM

cluster (blue); the intermediate muscle IM cluster (purple) and the distal muscle DM cluster (pink).

(B) Projection of the pseudotime on the Visium slide (left panel). Heatmap highlighting some marker

genes of each cluster along the pseudotime, showing the gene expression modification along the

gradient between granuloma and the “ healthy-like” muscle tissue (right panel). (C) Expression of

PLA2G2A, LYZ, and TTN on the Visium slide.


